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Tabla 13. Veinte primeras causas según AVISAS (por 1.000 personas) en ambos sexos 
de todas las edades

1  Cardiopatía hipertensiva 
2  Depresión mayor unipolar 
3  Caries dental 
4  Asfixia y trauma al nacer
5  Agresiones 
6  Bajo peso al nacer 
7  Enfermedad pulmonar obstructiva crónica 
8  Asma 
9  Glaucoma 
11  Trastornos Bipolares 
13  Edentulismo 
14 Cirrosis Hepática
15  Enfermedad cerebrovascular 
16  Infecciones de vías respiratorias inferiores
17  Esquizofrenia 
18  Otras afecciones perinatales 
19  Epilepsia 
20  Otras lesiones no intencionales 
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ñA consolidation of the collaborations between 

groups from different LMICs would lead to 

additional advantages, such as establishment of 

international  research consortia that could lead to 

studies with larger samples sizes. Advances in 

genomics of NPDs will  benefit the entire 

humanity rather than one or other population 

group.ò
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Thereare severalopportunitiesfor the strengtheningof researchin genomics
of neuropsychiatricdisordersin LatinAmerica. Thereis the needfor the

consolidationof international and interinstitutional consortia(promoting
public/privatepartnerships) in the region, to facilitatethe sharingof resources
and to achievethe largesamplesizescurrentlyneededin the field, from the
perspectiveof open science. In this context, the LatinAmerican Genomics 

Consortium(LAGC) has beenrecentlycreatedas a major and inclusive 
initiative in the region. 
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As genomicsinvolvesexpensivehigh-throughputplatforms, adequatelocal 
funding for thoseanalysisis key, highlightingthe importanceof having
researchin mental health as a priority from the governments. 
Longitudinal studies, suchas cohorts, will benefit from increasedfunding. 
In the context of the needof novel treatment strategies, it is well known
that biomedicalsciencesare fundamental for the drugdiscovery
processes, whichrequireyearsand largebudgets.
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